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Parameter Value
Complete Eqivalent Generation 2.3
Generation interval (years) 4.9
Equivalent No. founders 1,952
Equivalent No. ancestor 1,969
Effective No. founders 452
Effective No. ancestors 333
F (%) ~1.95
AF/generation (%) ~0.3
Figure 1 Pag sheep Conclusion
Methods  Estimated genetic population parameters indicate
. data: Croatian Ministry of Agriculture satisfactory level of genetic variablility in Pag sheep
— total population: 10,380 animals oreed
- reference population: * Inbreeding rate calls for more attention in future
- 3,701 animals; 2011-2018 breeding to prevent loss of genetic variability
» Software:  Genomic Iinformation should help to estimate
- ENDOG v 4.8 POPREP population specific parameters more reliably
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